PCA Mapping of s3 (95.5%) 
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PCA Mapping of s1 (73.2%) 



Control 



A/PMA 

^|HA/CD28 

CD28 

HA/PMA/CD28 



^D3/PMA/CD28 



HA/PMA/TGFb 
n/CD28 j»' HA/cTO/rGFb 



»A/CD28 •' n/PMA/CD ^ D3/CD28 

^os/^utv ^**HA/PMA/CD28/TGFb 



fcD3/PMA 

* 'V 1 A/rGF flgjpn/CD2a/TGFb ^pD3/CD28/TGFb 
D3 

^fc03/TGFb 

D3/PM A/TGFb 

nstim/TGFb 



n/PMA/CD28/TGFb 



^gPMA/CD28/TGFb 




D28/TGFb 



Fig. 8B 



